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Systems Genetics and Biotechnology-Analysis and Synthesis of Cell

Molecular Biosystems
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Abstract:  To investigate natural and artificial biosystems, systems biology which included systems genetics and systems medical study of
diseases, systems biological engineering worked as synthetic biology and systems biotechnology, were established on the theoretical fundamentals
of evolution, systems and structure theories. The science and engineering of biosystems are disciplines by integrative methodology of
computational, experimental and engineering biology. Systems dynamics of cytogenesis and bio-molecular networks is explored as the mechanism
for the evolution of genomic structures and cell lineages mapping during pattern formation of organisms. For drug discovery, micro-fluidic chips
are useful for the functional analysis, identification of expression genes among difference cell-types and drug treatments, and also used for the
designing of artificial cells such as neurons and neuronal communication networks ete.
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